More than 15 independent individual plants were examined for each construct. Figure S4 . Verification of an intact construct for dual gene overexpression in plants by genomic PCR. WT: genomic DNAs isolated from a wild-type rice plant were used as PCR templates. P: plasmid DNAs (positive control) were used as PCR templates.
PCR results from five independent T1 plants are shown together with a negative (WT) and positive (P) controls. Binding sites of primers are marked with arrowheads. Figure S5 . Epidermal cells of stem, palea and pollens of WT (A, C, E) and AtFD-AtFDP dual overexpressor (B, D, F). The percentage of viable pollen was calculated relative to the total pollen counted (E, F). Bar = 100 μm (E, F). To examine the pollen grains, five mature flowers were collected 2 days prior to anthesis and fixed in 70% (v/v) ethanol at room temperature until use. Anthers from mature flowers were dissected and the pollen grains were stained with I2-KI staining (0.2% iodine and 2% potassium iodide). Pollen grains that stained black were judged as viable and those that stained yellow or light red were considered sterile. The pollen grains were observed under a bright field microscope (DM4000B, Leica, Germany). Table S1 . List of primers used in this research. Supplementary Table S1 . 
